MPSA: integrated system for multiple protein sequence analysis with client/server capabilities.
MPSA is a stand-alone software intended to protein sequence analysis with a high integration level and Web clients/server capabilities. It provides many methods and tools, which are integrated into an interactive graphical user interface. It is available for most Unix/Linux and non-Unix systems. MPSA is able to connect to a Web server (e.g. http://pbil.ibcp.fr/NPSA) in order to perform large-scale sequence comparison on up-to-date databanks. Free to academic http://www.ibcp.fr/mpsa/ c.blanchet@ibcp.fr